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M variantl
M variant2
variant3

M variant4

SELECT ?person ?variant ?disease
WHERE {

?gene has_relation ?disease
?gene type:label “BRAF”

?person has ?gene .

?person nationarity “Japanese” .

}
R
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variant disease
variantl colorectal
cancer
variant2 cardiofacioc
utaneous
syndrome 1
variant3 lung cancer
variant4 Noonan
syndrome 7

person variant disease

personl variantl colorectal cancer

person2 variant3 lung cancer

person3 variant2 cardiofaciocutaneous
syndrome 1

person4 variantl colorectal cancer

person5 variant3 lung cancer
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http://lodga.org/

%% ]LODQA

Quer "'L,l linked o pel n data (LOD) us "L,l natural lai nguage. Sount '-L,l eat? Let's realize it!

Front
Motivation

Participants
References
github

system to generate SPARQL queries from natural language queries.

News

(02/17-21/2014) OKBQA 2014 Hackathon is held in Jeju.

(12/20/2013) LODQA is launched as an open source project.

Prototype Demo (targeting OMIM)

what anatomical abnormality is associated with kabuki syndrome?

what genes are associated with kabuki syndrome?

what sign is associated with kabuki syndrome?

what cellular dysfunction is associated with kabuki syndrome?
what pathologic function is associated with kabuki syndrome?
what neoplastic process is associated with kabuki syndrome?
what anatomical abnormality is associated with kabuki syndrome?
what genes are associated with alzheimer disease?

Example

LODQA (Linked Open Data Question Answering) is an open source project aiming at developing a

+ (01/10/2014) Relation detection is improved to find the right pairs of terms in relation.

submit
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A77:*what anatomical abnormality is

http://lodqga.org/
associated with kabuki syndrome?” s
JSPARQL %) EﬁE(SPARQL)
'PREFIX xsd: <http://www.w3.0rg,/2001/XMLSchema#=>

[ Results

| send query to SPARQL endpoint |

SELECT DISTINCT 7tl1l 711
WHERE {
GRAPH <http://bioportal.bicontology.org/ontologies/0OMIM> {
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Genomic context

Available Tracks I:I
1] 200,000 400,000 600,000 800,000 1,000,000 1,200,000 1,400,000 1,600,000 1,800,000
x D) CYENEYEN [Nc_o0osss 1] v [NC 000853.1:75590. 86543 (10.96 Kb) Go
DNA 77.500 80,000 82,500 85,000
CDSTHIOOTE "l TMOO76 il TMOO78 Thaos0 TH00a1 TH0083
73 " TMOO?S. " TMOO77 T TH0078 TMO082

6, KOJ5R1, B1ZRT.
, C7QZA8, 13YCG4, DTl
ABWDI8, D1BD'
.J7C6, BSYCDS
B6, GOLBL3, Ce€

Q47PW8, KoJ4
85, AOK059, [

Nucleotide sequence

ATGGCCTTCTTCGATTTACCACTCGAAGAACTGAAGAAATATCGTCCAGAGCGGTACGAAGAGAAAGACTTCGATGAGT TCTGGGAAGAGACACTCGCAGAGAGCGAAAAGTTCCCCTTAGACCCCGTCTTCGAGAGGATGG
AGTCTCACCTCAAAACAGTCGAAGCGTACGATGTCACCTTCTCCGGATACAGGGGACAGAGGATCAAAGGGTGGCTCCTTGT TCCAAAACTGGAAGAAGAAAAACTTCCCTGCGTTGTGCAGTACATAGGATACAACGGTGG
AAGAGGATTCCCTCACGACTGGCTGTTCTGGCCTTCTATGGGTTACATATGT TTCGTCATGGATACTCGAGGTCAGGGAAGCGGCTGGCTGAAAGGAGACACACCGGATTACCCTGAGGGTCCCGTTGACCCTCAGTATCCA
GGATTCATGACAAGAGGAATACT GGATCCCAGAACTTACTACTACAGACGAGTCTTCACGGACGCTGTCAGAGCCGTTGAAGCTGCTGCTTCTTTTCCTCAGGTAGATCAAGAAAGAATCGTGATAGCTGGAGGCAGTCAGG
GTGGCGGAATAGCCCTTGCGGTGAGCGCTCTCTCAAAGAAAGCAAAGGCTCTTCTGTGCGATGTGCCGTTTCTGTGTCACTTCAGAAGAGCAGTACAGCTTGTGGATACGCATCCATACGCGGAGATCACGAACTTTCTAAA
GACCCACAGAGACAAGGAAGAAATCGTGTTCAGGACTCTTTCCTATTTCGATGGAGTGAACT TCGCAGCCAGAGCGAAGATCCCTGCGCTGTTTTCTGTGGGTCTCATGGACAACATTTGTCCTCCTTCAACGGTTTTCGCT
GCCTACAATTACTACGCTGGACCGAAGGAAATCAGAATCTATCCGTACAACAACCACGAGGGAGGAGGCTCTTTCCAAGCGGTTGAACAGGTGAAATTCTTGAAAAAACTATTTGAGAAAGGCTAA

TogoGenome, MicrobeDB.jp, CyanoBaseZ COXRRICFIFAEINTLS

Genomic context X5 >

Protein orthologs X% >tf
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