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Species Genome size From #seq
Oryza sativa (representative) 372Mb RAP2[rep] 30192
(prediction) RAP2[prediction] 22022
Sorghum bicolor 770Mb JGlvl4 34496
Arabidopsis thaliana 157Mb TAIR8 27025
Vitis vinifera 500Mb Vitis project 30434
Selaginella moellendorffii 100Mb JGIvV10 34697
Physcomitrella Patens 480Mb JGIv1l 35938
Chlamydomonas reinhardtii 120Mb JGIv4.0 16687
Ostreococcus tauri 9.7 Mb JGIv2.0 7725
Cyanidioschyzon merolae 16.5Mb genome project 4773
Saccharomyces cerevisiae 12 Mb SGD 6698
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- Mihara et al. (2010) SALAD database: a motif-based database of protein annotations for plant comparative genomics. NAR Database issue D835-D842.
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